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https://en.wikipedia.org/wiki/Alpha_helix
https://proteopedia.org/wiki/index.php/Alpha_helix

Scientific Reports | 6:38341 |
DOI: 10.1038/srep38341
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oL-criupanen
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IPUCYTCTBUEM
acniaprara Ha N-KoHIIe
ydacTka 3,

(Differences in the amino acid
distributions of 3,,-helices and a-
helices. Protein Science (1992), I,
1333-1342. Cambridge University
Pres)




JIpasvie cnuparu

T- CHNUparb

Haiinena B crpykrype ~ 15% 0ejikoB

a-helix

%
! )

—r

a-hellx ~

-
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features and amino acid propensities for the
pi-helix". Protein Eng. 15 (5): 353—
358. doi:10.1093/protein/15.5.353

Richard B. Cooley, Daniel J. Arp, and P.
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Evolutionary origin of a secondary structure:
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Beta hairpin Greek key

Helix-loop-helix

Zinc finger
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https://en.wikipedia.org/wiki/Beta_hairpin
https://en.wikipedia.org/wiki/Beta_sheet#Greek_key_motif
https://en.wikipedia.org/wiki/Omega_loop
https://en.wikipedia.org/wiki/Basic-helix-loop-helix
https://en.wikipedia.org/wiki/Zinc_finger
https://en.wikipedia.org/wiki/Helix-turn-helix
https://en.wikipedia.org/wiki/Nest_(protein_structural_motif)
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