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Tema nekuuu:

«MHorocdhyHKLUOHanbHbIe NonndgepMeHTHbIe
MONeKynsipHble MaLlUHbI».
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Net reaction: RCCOOH + NAD + CoASH — RC-SCoA + NADH + H + CO,
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Figure 19-30
Lehninger Principies of Blochemistry, Sixth Edition
© 2013 W. M. Freeman and Company



[lyTn cuHtesa ATO:
okucnurtenbHoe dochopunmpoBaHme

KoadhdunumeHT okucnutenbHoro cpocopunmnpoBaHus

1 ATP 10 H” 10

|
3.7 H+ 2e [NADH —> 1/202] 3.7 O

* BenunuuHa koaddpuuneHTa okMcnmTenbHoro goocopnnmupoBaHnsa obo3HaqvaeT
MakcumarnbHoe Yncrio mosiekyn AT®, kotopoe obpasyeTca npu nepeHoce
anekTpoHoB no LIS oT nepBMYHOro JOHOpa 3f1EKTPOHOB Ha KUCIOPOA.

« [na NADH Teopetuyeckas BenmymnHa KkoadpduumeHTa pasHa 3.
« [1nAa cykumMHaTta TeopeTnyeckas BenmynHa koadpuuneHTa pasHa 2.

* PeanbHble Benn4iuHbl KoadpdpumumeHta Bcerga Hnxe!



Pa3oOLweHune abixaHma u pocopmnmnpoBaHus

MexaHun3m gencreua pasoowunrteneu

MaTpPUKC
H* Ht
NO, H* NO,
HU3kun pH (7.4) Bbicokuu pH (7.9)
B mexmembpanvom HO H* O B MaTpPUKCe MUTOXOHAPUIA
NPOCTPaHCTBe -1 - cnocobeTeyeT
cnocobecTByeT N02 N02 AEeNnpOTOHUPOBAHUIO

npoTtoHupoBaHuo AH® OH®

BHYTPEeHHAA MeMbpaHa
MUTOXOHAPUMN



Pa3oOLweHune abixaHma u pocopmnmnpoBaHus

MexaHun3m gencreua pasoowunrteneu
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Pa3oOLweHune abixaHma u pocopmnmnpoBaHus

PazobweHune abixaHma un cpoccopmnnupoBaHuns
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